Identity
Location: 14q32
DNA/RNA

Transcription
Major transcripts: 7, 9 and 10.5 kb; coding sequence: 2.2 kb.
Protein
Description 729 amino acids; contains a N-term leucine zipper and a C-term putative thyroid hormone receptor interacting domain.
Expression
Is wide; high expression in heart, muscle, pancreas; found expressed in hematopoietic cell lines.
Function
May be a transcriptional factor.
Implicated in t(5;14)(q33;q32)/ANLL →
CEV14/PDGFRb
Disease
Poorly known: 1 case of ANLL.
Cytogenetics
Found as an additional anomaly.
Hybrid/Mutated Gene
5' CEV14 -3' PDGFRb.
Abnormal Protein
Leucine zipper from CEV14 fused to the transmembrane domain and the Tyr kinase domain of PDGFRb.
